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with 20-32% experiencing significant impairment due to premenstrual
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Statistical significance was set at p < 0.05. This research, the first to examine NFKB1 genotypes in relation to PMSx, provides important insights but

is limited by its cross-sectional design and potential recall bias. Despite these limitations, the findings
suggest that genetic markers could guide personalized therapies, potentially improving treatment
efficacy and minimizing side effects. Further research is needed to explore these genetic mechanisms
and develop tailored management strategies considering ethnic and genetic differences.



