
Guidelines:

UCL Banner 

• The colour and format should not be 

altered.

• Do not place other images or logos on 

the banner.

• Title text should be left aligned unless a 

poster number is added.

Layout

• This should be visually appealing and 

easy to follow. Be consistent.

• Choose one slide layout and delete the 

rest of the slides. Adjust background 

boxes via the slide master view if 

required – see under view menu.

• Ensure that the guides are turned on –

see under view menu.

• Keep within the margin guidelines at the 

edge to help visibility and avoid the risk 

of content being trimmed off. 

Text 

• Aim for 300-600 words that are concise 

and straight to the point.

• Avoid font sizes below 24pt except for 

captions.

• Use a maximum of two fonts (the official 

UCL fonts are Arial or Helvetica, with 

Garamond as an additional font in the 

body text).

• Use bullet points to break up large areas 

of text.

• Left justified text is easier to read than 

fully justified.

• Set headings in bold.

Graphs, Images and Tables

• They must be embedded in your file by 

inserting the file rather than copying and 

pasting.

• Make sure they are sufficient size and 

clearly visible with at least 150dpi.

Guidelines cont:

Colour

• Select background colours that contrast 

well with the font to allow easier reading 

of your text.

• Avoid backgrounds with bright or dark 

colours and full of texture as this will 

distract readers.

• Try not to use too many colours – 1-2 

work well, plus images and charts.

• The template is formatted with 

appropriate UCL colours for the banner 

colour chosen.

• Don’t use multiple layers of transparency 

in PowerPoint.

Copyright  and GDPR

(copy and paste the link  to your browser )

https://www.ucl.ac.uk/library/ucl-copyright-

advice

https://preview.tinyurl.com/UCL-GDPR

• Only use copyright free images or those 

available under the creative commons 

license unless you have bought the 

relevant license. You are free to use 

graphics you have generated but check 

with colleagues if they have produced 

them.

• Images downloaded from online are 

subject to copyright unless this has been 

waived.

• Flickr.com is a useful resource to check 

the copyright status of images from the 

web.

• Follow GDPR (General Data Protection 

Regulation) for images of people.

https://www.ucl.ac.uk/cam/brand

UCL Banner vs UCL Logo

• Use the banner where UCL is the major 

partner

• Use the UCL logo only where work is an 

equal collaboration and place all logos at 

the bottom -

https://www.ucl.ac.uk/cam/brand

Introduction 

This research project is part of the LAKANA trial, 
which aims to reduce the high child mortality rate 
in Mali using mass drug administration (MDA) of 
the macrolide antibiotic azithromycin. [1]

Azithromycin MDA can reduce all-cause child 
mortality, but also increases antimicrobial 
resistance (AMR), which causes antibiotics to 
lose their effectiveness. This is a major global 
health concern. [1]

Traditional AMR detection methods (e.g. qPCR, 
phenotypic methods) are difficult in resource-
limited settings such as Malian villages. LAMP is 
a simpler, cheaper, and faster method more 
suited to these non-laboratory settings. [1]

Research questions

1. How can we optimise the conditions of the 
LAMP assay?

2. How does the LAMP assay compare to other 
AMR detection methods? 

Method

Target genes: [2,3]

1. lytA: presence of Streptococcus pneumoniae 

2. mef: macrolide resistance; codes for efflux 
pumps 

3. ermB: macrolide resistance; codes for 
ribosomal mutation 

Sometimes bacteria have resistance genes but 
do not express them. This can be found by 
comparison of phenotypic with genotypic data for 
known resistance mechanisms. WGS data can 
also be used to check LAMP accuracy. [4]

Comparison with qPCR is vital as this is the 
standard genotypic method we are developing 
the LAMP assay against. [4]

• Discussion and Conclusion

• 61°C allows all 3 primer sets to work concurrently, further testing is 
needed to check consistency of results 

• Overall, our LAMP assay works well versus qPCR 

• Issues with lytA primers due to qPCR problems

• LAMP also works as expected against phenotypic testing

• Higher numbers of false positives and negatives expected 
as genotypic methods usually have lower sensitivity and 
specificity versus phenotypic methods
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Results
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1. Check consistency of results with 61°C  condition

2. Re-test qPCR samples to fix lytA primer issues

3. Test unextracted samples using nasopharyngeal swabs 

4. Test for other bacteria common in the nasopharynx to check for lack 
of cross reaction (i.e. false positives)

5. Compare intermediate results to phenotypic methods and qPCR, are 
they positive 

Culture swab sample

Extract and quantify DNA

Loop-mediated 

isothermal 

amplification 

(LAMP)

Quantitative 

polymerase chain 

reaction (qPCR)

Compare to phenotypic 

and whole genome 

sequencing (WGS) data

Figure 1 LAMP assay testing plate

Pink is positive, yellow is negative

Figure 2 qPCR duplex result. Curve is positive, flat line is 

negative
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Figure 3 Collated comparison of qPCR and LAMP results for lytA, mef, and ermB  

Figure 4 Comparison of resistance found 

in phenotypic and LAMP. 
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lytAmefermB

Target gene 65°C 63°C 61°C

lytA ✓ ✗ ✓

mefA ✓ ✗ ✓

ermB ✗ ✓ ✓

Figure 5 Performance of different 

primer sets at different temperatures. 

✓ = no/few intermediate (orange) 

results 
✗ = many intermediate (orange) results 
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